Supplemental data
sequence ('knock-in' Ig-VH). Grey nodes represent sequences that were not found in the sequencing data but were computed to complete the tree (internal nodes). The size of each node correlates with the number of identical sequencing reads. Two nodes connected by a line differ from each other by one particular nucleotide mutation (if not indicated differently by a number) in a specific position of the entire CDR1-CDR3 region. In (B), sequences that were selected for subsequent cloning and expression are labeled (e.g. "H2") and highlighted with a red circle. mELT, 
